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GTGGGACAGCGAGCTAATACCCAGAACTGAGTTGTGTCCTGCTAAGTCCTCTGCCAC 

GTACCCACGGGATGAAGAACCTTTCATTTCCCCTCCTTTTCCTTTTCTTCCTTGTCCCT 

GAACTGCTGGGCTCCAGCATGCCACTGTGTCCCATCGATGAAGCCATCGACAAGAA 

GATCAAACAAGACTTCAACTCCCTGTTTCCAAATGCAATAAAGAACATTGGCTTAAA 

TTGCTGGACAGTCTCCTCCAGAGGGAAGTTGGCCTCCTGCCCAGAAGGCACAGCAG 

TCTTGAGCTGCTCCTGTGGCTCTGCCTGTGGCTCGTGGGACATTCGTGAAGAAAAAG 

TGTGTCACTGCCAGTGTGCAAGGATAGACTGGACAGCAGCCCGCTGCTGTAAGCTGC 

AGGTCGCTTCCTGATGTCGGGGAAGTGAGCGTGGTTTCCAGCACAGCCACCCGTTCC 

TGTAGCTCCAGAGATGTCTGATGTCCTCCGGTCTCTACAGGCACCTGCACTCACGTG 

CGCGAATCCACACACAAGCACACATACTTAAAAATAAAACAAAACAGGCTGGAAA 

AAAAAAAA 
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GTGTGCCGGATTTGGTTAGCTGAGCCCACCGAGAGGCGCCTGCAGGATGAAA 

GCTCTCTGTCTCCTCCTCCTCCCTGTCCTGGGGCTGTTGGTGTCTAGCAAGAC 

CCTGTGCTCCATGGAAGAAGCCATCAATGAGAGGNTCCAGGAGGTCGCCGGC 

TCCCTAATATTTAGGGCAATAAGCAGCATTGGCCTGGAGTGCCAGAGCGTCA 

CCTCCAGGGGGGACCTGGCTACTTGCCCCCGAGGCTTCGCCGTCACCGGCTG 

CACTTGTGGCTCCGCCTGTGGCTCGTGGGATGTGCGCGCCGAGACCACATGTC 

ACTGCCAGTGCGCGGGCATGGACTGGACCGGAGCGCGCTGCTGTCGTGTGCA 

GCCCTGAGGTCGCGCGCAGCGCGTGCACAGCGCGGGCGGAGGCGGCTCCAG 

GTCCGGAGGGGTTGCGGGGGAGCTGGAAATAAACCTGGAGATGATGATGAT 

GATGATGATGG 
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3T3-L1 Adipocytes Treated With: 



— 18S 



Resistin 




FIG. 5 



6 / 27 



Adipocyte 
(hours of rosiglltazone treatment): 



0 1 4 8 16 24 36 48 




FIG. 6 



8 / 27 



Resistin-1- 
Control GFP GFP 




FIG. 8 



9 / 27 




FIG. 9 



10 / 27 



Day: 0 2 4 6 8 10 




FIG. 10 



11 / 27 



Adipocyte 
Media 



ft* 

w 



Resistin 



+ TZD 




FIG. 1 1 



12 / 27 




FIG. 12 



13 / 27 



48h| Fast 
48 h T 
Fed Fast Fed 




FIG. 13 



14 / 27 



Normal High Fat Normal High Fat 
Diet Diet Diet Diet 




FIG. 14 



15 / 27 



MKNLSFPLLFLFFLWELLGSSMPLCPIDEAIDKKIKQDFNSLFPNAIKNIGLNCWTVSSRG 
KLASCPEGTAVLSCSCGSACGSWDIREEKVCHCQCARIDWTAARCCKLQVAS 
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MKALCLLLLPVLGLLVSSKTLCSMEEAINERIQEVAGSLIFRAISSIGLECQSVTSR 
GDLATCPRGFAVTGCTCGSACGSWDVRAETTCHCQCAGMDWTGARCCRVQP 
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mResistin: 1 MKNLSFPIiLFLFFLVPELLGSSMPLCPIDEAIDKKI KQDFNSLFPNAIKNIGLNCWTVSS 6 

MK L + LL + L LL SS LC ++EAI+++I++ SL AI + IGL C +V+S 
hResistin: MKALCLLLLPV--LG--LLVSSKTLCSMEEAINERIQEVAGSLIFRAISSIGLECQSVTS 5 

• • 

mResistin: 61 RGKLASCPEGTAVLSCSCGSACGSWDIREEKVCHCQCARIDWTAARCCKLQVAS 114 

RG LA+CP G AV C+CGSACGSWD+R E CHCQCA +DWT ARCC++Q 
hResistin: 57 RGDIiATCPRGFAVTGCTCGSACGSVTOVRAETTCHCQCAGMDWTGARCCRVQP 108 
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_TCTCTACTAAAAATACAAAAAATTAGCCGCGCATGGTGGTGCACGCCTGTAATCCCAGCTACTCGGGAGGCTGAGGCAGGAGAATTGCTTGAACCC 

7( H- , 1 , 1 . 1 1 i ■! i I ■ ! 1 1 — 96 

AGAGATGATTTTTATGTTTTTTAATCGGCCCGTACCACCACGTGCGGACATTAGGGTCGATGAGCCCTCCGACTCCGTCCTCTTAACGAACTTGGG 

1° 

AGGAGGTGGAGGTTGCAGTGAGCCAAGATTGAGCCACTGTACTCCAGCCTGAGCAACTGAGTGAGACTCTGAAACAAAGAAACAAACAAAAGCAAT 

1 , 1 1 1 . 1 1 \ ■ i 1 1 1 1 H 1 ' I " 1 — 192 

TCCTCCACCTCCAACGTCACTCGGTTCTAACTCGGTGACATGAGGTCGGACTCGTTGACTCACTCTGAGACTTTGTTTCTTTGTTTGTTTTCGTTA 

GGTTAAAATGGAACAAGATGGTGCATACCTGTAGCTTCAGCTACTGGGGAGTCCAAGGTGGGAGGATTACTTGAAGCCAGGAGTCTGACACTAGCT 

— , 1 . 1 1 i 1 ■ I — • 1 1 ■ 1 » I i I ' 288 

CCAATTT7ACCTTGTTCTACCACGTATGGACATCGAAGTCGATGACCCCTCAGGTTCCACCCTCCTAATGAACTTCGGTCCTCAGACTGTGATCGA 

TGGGCAACATAGCAAGACCCCGTCTCAAAAAAAAAAAAAAAAAGGCCGGGCACGGTGGTTCACGCCTGTAATCCCAGCACTTTGGGAGGCCAAGGC 

— i , 1 i t \ 1 1 1 1 1 ' H I 1 1 1 ! 384 

ACCCGTTGTATCGTTCTGGGGCAGAGTTTTTTTTTTTTTTTTTCCGGCCCGTGCCACCAAGTGCGGACATTAGGGTCGTGAAACCCTCCGGTTCCG 

GGGCAGATCACAAGGTCAGGGGATCGAGACCATCCTGGCTAACAC6G7GAAACTCCATCTCTACTAAAAAAAAAAAAATACAAAAAATTAGCTGGG 

„ 1 , — — H 1 1 1 \ 1 ^ 1 1 , 1 ■ « V 480 

CCCGTCTAGTGTTCCAGTCCCCTAGCTCTGGTAGGACCGATTGTGCCACTTTGAGGTAGAGATGATTTTTTTTTTTTTATGTTTTTTAATCGACCC 

CGTGGTGGCAGGCGCCTGTAGTCCCAGCTACTTGGGAGGCTGAAGCAGCAGAATGCCGTGAACCCAGGAGGCGGAGCTTGTAGTGAGCCGAGATCG 

, 1 , . | x 1 | ■ ■ \ 1 1 1 1 ' ' ■ ' 1 ■ ' I >— 576 

GCACCACCGTCCGCGGACATCAGGGTCGATGAACCCTCCGACTTCGTCCTCTTACCGCACTTGGGTCCTCCGCCTCGAACATCACTCGGCTCTAGC 

CGCCACTGCACTCCAGCCTGGGCGACAGAGCAAGATTCCGTCTCAAAAACAGAAAAAAGTAAGTTATAATGGTAAGTTGTATGTTATATGTATTTT 

1 , 1 . ■ ■ \ 1 } ■ 1 1 H— 1 — ^ 1 1 i 1 1 * 1 — 672 

GCGGTGACGTGAGGTCGGACCCGCTGTCTCGTTCTAAGGCAGAGTTTTTGTCTTTTTTCATTCAATATTACCATTCAACATACAATATACATAAAA 

ACCACAAAAAGGCCCGTTGTACTGGAAACAAAGAACAAATAAAAATGTATAACCATTCCAAGCTCATGGGTGGTCCAAGAAGAAACATGAGCTGGA 

, 1 1 1 | 1 ! 1 . ) 1 1 » 1 ' i I ■ ■ 1 ' 768 

TGGTGTTTTTCCGGGCAACA7GACCTTTGTTTCTTGTTTATTTTTACATATTGGTAAGGTTCGAGTACCCACCAGGTTCTTCTTTGTACTCGACCT 

CCTTGGCCCATGAGCAATGGCTTTCCAACTTCTGTTGCAGGTGA7GCCATTGATGGAATAAACCATGATTTTTCTTTCTTCTTTTTGAGATGGAGT 

— I , \ 1 i . 1 1 1 » 1 ' — I ^ i ' 1 ■ I ■ 864 

GGAACCGGGTACTCGTTACCGAAAGGTTGAAGACAACGTCCACTACGGTAAC7ACCTTATTTGGTACTAAAAAGAAAGAAGAAAAACTCTACCTCA 

CTTGCTATGGTGCCCAAGCTAGTCATCCAGGATGGAGTGCAGGGGCACGATCTCAGTGCACTGCAACCTCCACATCCCGGGTTCAAGTGATTCTCC 

-i i . 1 1 1 I 1 1 1 I ' 1 1 1 : 1 1 ' — + 960 

GAACGATACCACGGGTTCGATCAGTAGGTCCTACCTCACGTCCCCGTGCTAGAGTCACGTGACGTTGGAGGTGTAGGGCCCAAGTTCACTAAGAGG 

CACCTCAGCCTCCCAAGTAGCTGGGATTACAGGCACACGCCACCACGCCCAGTTAATTTTTGTATGTCTAATGGAGACAGGGTTTCATCATGTTGG 

, | i j i i i i i ■ • — | i — 1 » l t l ■ 1056 

GTGGAGTCGGAGGGTTCATCGACCCTAATGTCCGTGTGCGGTGGTGCGGGTCAA77AAAAACATACAGATTACCTCTGTCCCAAAGTAGTACAACC 

CCAGG77GG7C7CAAGC7CCTGACC7CAAG7CATCCGCCCGCCTTGGCC7CCCAAAG7GCTGGGAT7ACAGGCGTGAGCCACCGGCCATAAACCA7 

, , 1 , 1 1 1 i . 1 1 i ■ ■ I 1 ~H ■ I ■ 1 — 1152 

GGTCCAACCAGAG77CGAGGAC7GGAGT7CACTAGGCGGGCGGAACCGGAGGGT77CACGACCC7AATG7CCGCAC7CGGTGGCCGGTAT7TGGTA 

GA77T7ATTTACCAGT7CTATTGCTCATGGGCATTTGGG7A7GAATGTGGTATGTCA7TC7CACCCAGAGACATAAT7ATTATTAC7ATTT7AGAG 

i i | i — | . ■ i i ■ — ■ ■ | ■ ■ i — i i i i 1 i ■ i i 1 ' • — 1 1 ' 1 1 — 1 1 1 1 1 12«»B 

C7AAAA7AAA7GG7CAAGA7AACGAGTACCCG7AAACCCATACTTACACCA7ACAGTAAGAG7GGGTCTCTGTAT7AATAATAATGA7AAAATCTC 
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AAGTGGTCTTCCTCTGTTGCCCAGACTGGAGTGCAGTGCTGTGATCATAAETCACTGTAGCTTCGAACTCCCGGGCTCAAGCAATTCTCTCACGTC 

-h 1— i . 1 1 1 ■ H . ( 1 1 1 1 1 1 1 1 1344 

TTCACCAGAACGAGACAACGGGTCTGACCTCACGTCACGACACTAGTATTCAGTGACATCGAAGCTTGAGGGCCCGAGTTCGTTAAGAGAGTGCAG 

AGCCTCCTTAGTAGCTGGGACTACAAGTGCTTGTCCGCACCATGCCTAGCAAGAGGCATTAATTTTGTCATGTTTGCATCAGCCACCCTTGCATGC 

-. 1 . 1 1 1 ■ ' 1 . 1 I ' 1 ■ 1 > ) ■ 1 1440 

TCGGAGGAATCATCGACCCTGATGTTCACGAACAGGCGTGGTACGGATCGTTCTCCGTAATTAAAACAGTACAAACGTAGTCGGTGGGAACGTACG 

AAAACTCTGCTTGTCTACCTGTTCCTCAGACCACAGCCCCTGGCATTATCCCTGGGGCACCACCTCCTGACCAGTCTCTGGACATGAAGACGGAGG 

■ 1 1 1 1 1 i 1 1 1 1 1 I 1 1 1 1 1536 

TTTTGAGACGAACAGATGGACAAGGAGTCTGGTGTCGGGGACCGTAATAGGGACCCCGTGGTGGAGGACTGGTCAGAGACCTGTACTTCTGCCTCC 

CCCTGTTGGAAGTGGGAAGGCTCCCTTCCTCCTCCAGCCCTTACTGTCTGCTCAGGGGCTTCCTCTTGGCCCCGGATGTGGGACCGGAGGGTTGGG 

1 . 1 1 1 I . 1 ■ ■ i 1 1 1 1 1 . I 1 1 — 1632 

GGGACAACCTTCACCCTTCCGAGGGAAGGAGGAGGTCGGGAATGACAGACGAGTCCCCGAAGGAGAACCGGGGCCTACACCCTGGCCTCCCAACCC 

GGCCCAGGGACTTATTAGCCAAGCCAGGAAGCCCCACCCCAAGACGCCTCAAAGAAAGAGCTGCGGTGCAGGAATTCGTGTGCCGGATTTGGTTAG 

— i j ■ 1 . i 1 j , j , 1 , 1 . 1 1 h ■ - 172B 

CCGGGTCCCTGAATAATCGGTTCGGTCCTTC3GGGTGGGGTTCTCCGGAGTTTCTTTCTCGACGCCACGTCCTTAAGCACACGGCCTAAACCAATC 



5'UTR 



"Exon 1 



CTGAGCCCACCGAGAGGGTAAGTGACAGCTGCTCCTGCGCTTGCCATGGCACCAGCGGGGAGGCTGGGGTCAAGGCTGAGCCTCCATCCCTGTCCC 

— I 1 1 ' ■ ■ ■ I " 1 ■ 1 1 1 1 1 1 1 1 1 1 1 182<4 

GACTCGGGTGGCTCTCCCATTCACTGTCGACGAGGACGCGAACGGTACCGTGGTCGCCCCTCCGACCCCAGTTCCGACTCGGAGGTAGGGACAGGG 



5'UTR 



■Exon 1 



CCACATGGGGGGACAGGCGTCCAGGTCCAGGGGCAGATCCTACTCCCTCCATGGGCCGGATCTTCCCCACAGGGCAGGECTGATCCAGCTGTGGGT 

« ' ' ■ I ■ 1 ' 1 ■ ! 1 1 < 1 1 1 1 1 'I 1 1 1 h 1920 

GGTGTACCCCCCTGTCCCCAGGTCCAGGTCCCCGTCTAGGATGAGGGAGGTACCCGGCCTAGAAGGGGTGTCCCGTCCCGACTAGGTCGACACCCA 

CTCTTGGTTCCCTCTTTCACCGCCTGCAGGATGAAAGCTCTCTGTCTCCTCCTCCTCCCTGTCCTGGGGCTGTTGGTGTCTAGCAAGACCCTGTGC 

, 1 ■ 1 1 1 . 1 , j , 1 ■ 1 , 1 ■ 1 ■ i ■ 2016 

GAGAACCAACGGAGAAAGTCGCGGACGTCCTACTTTCGAGAGACAGAGGAGGAGGAGGGACAGGACCCCGACAACCACAGATCGTTCTGGGACACG 



jj l 5'UTR 1 ORF" 

I— F«nn5> i 



E»on2 — 1 Exon 2 



TCCATGGAAGAAGCCATCAATGAGAGGATCCAGGAGGTCGCCGGCTCCCTAAGTGAGGACCCCCCACTTGGGCAAGCTCCCCAAGGGTCTCAGAGA 

j , 1 — i ■ I ■ 1 1 i * ■ I 1 1 1 i ■ . ■ 1 1 2112 

AGGTACCTTCTTCGGTAGTTACTCTCCTAGGTCCTCCAGCGGCCGAGGGATTCACTCCTGGGGGGTGAACCCGTTCGAGGGGTTCCCAGAGTCTCT 



-Exon 2 1 



CCTCACTGATCCCTGGCACAGACCTGACTCCAACCCAGCCCCAGCGCTCACCAAATCTCATCCTCAAATCCAACCAGATCATAAATTCAACCCCAA 

— 1 1 1 1 1 • I 1 1 1 1 1 1 1 1 1 H — — i 220B 

GGAGTGACTAGGGACCGTGTCTGGACTGAGGTTGGGTCGGGGTCGCGAGTGGTTTAGAGTAGGAGTTTACGTTGGTCTAGTATTTAAGTTGGGGTT 

CTCCACTCCCAACCCCTCCGACTGTCCCCACCTTATCCACGGCTCCAAACCCAATCCCCGCTCTCACTCCAAACCTTCCCTTACTCCAAAACACCC 

— *"* 1 1 1 " 1 1 1 1 ! 1 1 1 1 1 1 H 2304 

GAGGTGAGGGTTGGGGAGGCTGACAGGGGTGGAATAGGTGCCGAGGTTTGGGTTAGGGGCGAGAGTGAGGTTTGGAAGGGAATGAGGTTTTGTGGG 
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AACTCAAGACAGGGTCCTGGAGGCCAGTGAGCTCCTATGCCCACAGGGACCTAGCTCCAAACCAACAGGGCTAGGGGAGGATGGGGGA6GGACCGT 

- 1 1 1 . — -h 1 - ... i . 1 1 i . 1 ' 1 1 1 1 1 1 h 2aoo 

TTGAGTTCTGTCCCAGGACCTCCCGTCACTCGAGGATACGGGTGTCCCTGGATCGAGGTTTGGTTGTCCCGATCCCCTCCTACCCCCTCCCTCGCA 

TTGGTCTCACAGC7CCCCCTGTCTCCTTTCCTCCTGCCCCCCAGTATTTAGGGCAATAAGCAGCATTGGCCTGGAGTGCCAGAGCGTCACCTCCAG 

■ 1 ... i i ■ i ) i I 1 i 1 1 i 1 ■ i , | . ■ i i i 2496 

AACCAGAGTGTCGAGGGGGACAGAGGAAAGGAGGACGGGGGGTCATAAATCCCGTTATTCGTCGTAACCGGACCTCACGGTCTCGCAGTGGAGGTC 



ORF 



•Exon 3 



GGGGGACCTGGCTACTTGCCCCCGAGGTGAGTGCAGGAGACTGTTGTCCAGGCGCCCATTTCTGTTCCAAGTCCCCTGGGAATGCCCCCTCCCCGC 

1 1 f . ( i 1 ■ ■ ! 1 1 1 H 1 1 1 ! 1 ! — 2592 

CCCCCTGGACCGATGAACGGGGGCTCCACTCACGTCCTCTGACAACAGGTCCGCGGGTAAAGACAAGGTTCAGGGGACCCTTACGGGGGAG&GGCG 



ORF ~") lH 
-Exon 3 * 



CACGTTCCCCGTGTCCAGCCTCTACTCCCCTAGGATCTTGGTCCTGACTCCCAGCCTTCTCCGCCCACCATCTGGACACTGGTGTCCACCCTCACT 

— ■ 1 1 1 1 1 1 1 1 ■ I 1 1 1 1 1 1 n 1 ■ i 26B8 

GTGCAAGGGGCACAGGTCGGAGATGAGGGGATCCTAGAACCAGGACTGAGGGTCGGAAGAGGCGGGTGGTAGACCTGTGACCACAGGTGGGAGTGA 

CCCTGCCTCCAGTGCCCATTCAGTGGTTGGAGCCTCCAGCCGTCCCCGTCCCCACCCCCGCCCCCCCAACCCCCCTCCGCGCTCCCCACCCCCCTC 

■H > ■ ■ ■ l 1 1 ■ i 1 1 1 1 1 1 1 1 1 1 i 1 — — 27B4 

GGGACGGAGGTCACGGGTAAGTCACCAACCTCGGAGGTCGGCAGGGGCAGGGGTGGGGGCGGGGGGGTTGGGGGGAGGCGCGAGGGGTGGGGGGAG 

CCGCTCCCACCCTCAGCCTCCCAGCTCAGAGTCCACGCTCCTGTGTTCCGGGCTGCAGGCTTCGCCGTCACCGGCTGCACTTGTGGCTCCGCCTGT 

> — \ 1 ■ ■ ■ i — : 1 i 1 1 * i 1 1 i * i i'i i t [ * — h 28BO 

GGCGAGGGTGGGAGTCGGAC&GTCGAGTCTCAGGTGCGAGGACACAAGGCCCGACGTCCGAAGCGGCAGTGGCCGACGTGAACACCGAGGCGGACA 



M qrf" 



- Exan 4 



GGCTCGTGGGATGTGCGCGCCGAGACCACATGTCACTGCCAGTGCGCGGGCATGGACTGGACCGGAGCGCGCTGCTGTCGTGTGCAGCCCTGAGGT 

1 1 1 H 1 1 1 1 1 I i 1 1 1 1 1 1 1 2976 

CCGAGCACCCTACACGCGCGGCTCTGGTGTACAGTGACGGTCACGCGCCCGTACCTGACCTGGCCTCGCGCGACGACAGCACACGTCGGGACTCCA 

ORF 3 



■Eston4 



CGCGCGCAGCGCGTGCACAGCGCGGGCGGAGGCGGCTCCAGGTCCGGAGGGGTTGCGGGGGAGCTGGAAATAAACCTGGAGATGATGATGATGATG 
1 , ( , 1 , 1 , ) , 1 , j , 1 , 1 ■ ■ ■ * 1 — 3072 

GCGCGCGTCGCGCACGTGTCCCGCCCGCCTCCGCCGAGGTCCAGGCCTCCCCAACGCCCCCTCGACCTTTATTTGGACCTCTACTACTACTACTAC 

__ 



-Exon 4 



■pofyA J 



ATGATGATGATGATGGAGCGGATCTGAGCCCTGCGTGGTTTCTTTAGTAGGCCCGGAGGGACTGATCTAGCGTCTCCAAGAGAGTGGGGCGCGTAG 

, H • 1 " 1 1 1 ■ I'll 1 * 1 I i i i i 1 t l i 3168 

TACTACTACTACTACCTCGCCTAGACTCGGGACGCACCAAAGAAATCATCCGGGCCTCCCTGACTAGATCGCAGAGGTTCTCTCACCCCGCGCATC 



3 
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CTGCTGGAGGGGGCGGGGACACCGCGACTTTCTACTGCCCCATCGCCCTTCCTCCTATGGGGTCTCCAACTGCTTCCTCCGAAAATAGGGCCTGAA 

~* 1 1 1 1 ~- ^ ' * 1 1 1 i ' 1 ■ I ' ' i ' 1 

GACGACCTCCCCCGCCCCTGTGGCGCTGAAAGATGACGGGGTAGCGGGAAGGAGGA7ACCCCAGAGGTTGACGAAGGAGGCTTTTATCCCGGACTT 



3264 



CTTCCTCTAGTGACGTCCCCACCCAAGGCTCATCGCTGCCTTCAAGAGGTGACGTCTCATCTTTGAGGCTACCTTGACGCTCACCC7CGGGTCTCC 

1 ■ 1 ' 1 1 ■ ! ' i ' 1 I — ' 1 i 1 ' h 3360 

GAAGGAGATCACTGCAGGGGTGGGTTCCGAGTACCGACGGAAGTTCTCCACTGCAGAGTAGAAACTCCGATGGAACTGCGAGTGGGACCCCAGAGG 

GACCTCCCCAGGAAGTGGCTGGGTCCTTTTCCCCCAGTCCTCATAATGAGGCTTCATCGAGGACCTGGGTCAGTCT6GGCAGTGGACGGGACCCTC 
i 1 1 1 1 1 * i 1 1 1 ■ 1 1 1 i 1 I 1 1 1 i 3456 

CTGGAGGGGTCCTTCACCGACCCAGGAAAAGGGGGTCAGGAGTATTACTCCGAAGTAGCTCCTGGACCCAGTCAGACCCGTCACCTGCCCTGGGAG 

CAGGGCCCCAAGACTCCAGGAGCCCCAGGTCAGGGTGGAACCCTGAATCATGTCTCAGCCCAGAGCTGGAACCTGTACCCCTCACTTCCTACCTGC 
1 1 I I 1 ' H > ■ ■ 1 I ■ 1 i I ■ ■ | i i 3552 

GTCCCGGGGTTCTGAGGTCCTCGGGGTCCAGTCCCACCTTGGGACTTAGTACAGAGTCGGGTCTCGACCTTGGACATGGGGAGTGAAGGATGGACG 

AAGGAGGAATCCCCAAGGCACAGGCAAAGTTGGGTTACGGAGAGTCAGGGACGCCTACCTGACGTCACGCATCATCACAAGCTCACGTTTTCACAC 

— 1 ■ ' ' 1 1 I 1 ' 1 ' ' 1,1 1 i ' » ■ ■ 1 I i ■■■ | | i 364B 

TTCCTCCTTAGGGGTTCCGTGTCCGTTTCAACCCAATGCCTCTCAGTCCCTGCGGATGGACTGCAGTGCGTAGTAGTGTTCGAGTGCAAAAGTGTG 

AGGCAAGTGCAGTTGTGAGTAGTTAGTTACAACCAGATACACGCAGGGTGCTTACCCCTTCCTGGATACTAGATTATGAAAACACAGAGCAGGGGA 

-H • 1 1 1 < 1 1 ' I " " 1 1 H 1 i 1 H ' 1 3744 

TCCGTTCACGTCAACACTCATCAATCAATGTTGGTCTATGTGCGTCCCACGAATGGGGAAGGACCTATGATCTAATACTTTTGTGTCTCCTCCCCT 

CTTGTCTGCTCCTAGATCCCCCCCAGGGTTTCGTTTCTTCCCTTCCCTTCCCCTGACACTAGACAATCGACTCACTGTCGGAGAGGAAATGTAATT 

1 ' ' 11 1 ' I 1 I 11 1 ' ■ I ' 1 i , ■ i ■ , , | 3840 

GAACAGACGAGGATCTAGGGGGGGTCCCAAAGCAAAGAAGGGAAGGGAAGGGGACTGTGATCTGTTAGCTGAGTGACAGCCTCTCCTTTACATTAA 

GTGAAAGAAAGAGGAATGAAAAGAGAGAATGAAAGACAAACGAAGAAGCGGGAGAAGACGAGCCCAGGAGACAAGAAGACATACAAGAAGGGGAGC 

1 1 1 ' 1 1 ' 1 ' 1 ~> 1 ' 1 1 I ' t ^ 1 i 1 3936 

CACTTTCTTTCTCCTTACTTTTCTCTCTTACTTTCTGTTTGCTTCTTCGCCCTCTTCTGCTCGGGTCCTCTGTTCTTCTGTATGTTCTTCCCCTCG 

AGCCATGCGATCCCGGAGGAAAACAATCATGCGAGAACGATAACGAGCAGGCAGAACGACGAATGACGTACAGGCAACGCGACCAGAGTGACAAGC 
1 1 1 1 1 • 1 1 ! 1 ■ i 1 1 1 I i 1 — 4032 

TCGGTACGCTAGGGCCTCCTTTTGTTAGTACGCTCTTGCTATTGCTCGTCCGTCTTGCTGCTTACTGCATGTCCGTTGCGCTGGTCTCACTGTTCG 

GCGCTGCGGAGACAGACAAGACGACTGACAAAAACGAGAAAGAAGGAAACAGAAAACAGTAGAACCAAACGAAGCACAGCGCAACATAACACGCCG 

— • 1 ' 1 t ■ . , , i , ■ i 1 , ■ , , . | , , i > 1 1 I * 1 1 i t I i 4128 

CGCGACGCCTCTGTCTGTTCTGCTGACTGTTTTTGCTCTTTCTTCCTTTGTCTTTTGTCATCTTGGTTTGCTTCGTGTCGCGTTGTATTGTGCGGC 

AGAATAAGAGAAAACCAAGAAACGACAGAAGGACAATCACAGATCACACAGAAACAAGCGAAGATACACCACACGAAACCAAGTTTTTTTTTTTTG 

' 1 ' ' 1 i 1 H ' 1 ■ 1 ' 1 I > 1 1 ■ I 1 1 i 1 4224 

TCTTATTCTCTTTTGGTTCTTTGCTGTCTTCCTGTTAGTGTCTAGTGTGTCTTTGTTCGCTTCTATGTGGTGTGCTTTGGTTCAAAAAAAAAAAAC 

AGACAGGGTCTCGCTCTGTTGCCCAGGCTGGAG7GCAGTGGTGCAATCTCGGC7CACCGCAAGCCTCTGCCTCCTGGGTTCAAGCGATTCTCCTGC 

" 1 < 1 1 1 ' 1 1 i 1 1 > ■ ■ | 1 1 ' I ■ I 4320 

TC7GTCCCAGAGCGAGACAACGGGTCCGACC7CACGTCACCACG77AGAGCCGAGTGGCGTTCGGAGACGGAGGACCCAAG7TCGC7AAGAGGACG 

C7CAGCCTCCCACG7AGCTGGGAC7ACAGGCGC7CGCCACCA7ACCTCGC7AA7777TGTATT7TTAG"ikcAGAACCAGTT7CACCATGTTGGC7A 

» i 1 1 ' 1 > 1 1 1 • i — 1 1 1 1 1 1 4416 

GAGTCGGAGGGTGCA7CGACCCTGA7G7CCGCGACCGG7GGTA7GGACCGATTAAAAACATAAAAATCATCTC7TCC7CAAAG7GGTACAACCGAT 
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